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Supplemental Fig. 1. Phenotypic distributions of 190 NK rice genotypes of relative low P. Frequency
graph of Relative chlorophyll content (RSPAD) (a), Relative shoot length (RSL) (b), Relative root length
(RRL) (c), Relative root fresh weight (RRFW) (d), Relative shoot fresh weight (RSFW) (e), Relative root
dry weight (RRDW) (f), Relative tiller number (RTN) (g) and Relative shoot dry weight (RSDW) (h).
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