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Supplementary Table S1. cpSSR candidates in the Capsicum chinense chloroplast genome.

No. SSR type SSR size start end Location Region
1 tri (TAT)3 9 189 197 trnH-GUG~pshA Intergenic
2 tri (AAG)3 9 3037 3045 matK Genic
3 di (AC)4 8 3958 3965 matK~trnK-UUU Intergenic
4 di (AT)4 8 6518 6525 rpsl6~trnQ-UUG Intergenic
5 di (AT)4 8 7486 7493 rpsl6~trnQ-UUG Intergenic
6 tetra (TTTG)3 12 7609 7620 trnQ-UUG~pshK Intergenic
7 di (AT)5 10 10417 10426 trnR-UCU~atpA Intergenic

tri (AAC)3 9 15329 15337 atpl Genic
9 tri (TTA)3 9 16154 16162 atpl~rps2 Intergenic

10 tri (AGA)3 9 19228 19236 rpoC2 Genic
11 tri (TTC)3 9 22744 22752 rpoC1 Genic
12 tri (ATT)3 9 24216 24224 rpoC1l Genic
13 di (AG)4 8 27980 27987 rpoB~trnC-GCA Intergenic
14 di (AT)4 8 28255 28262 rpoB~trnC-GCA Intergenic
15 tri (ATT)3 9 28316 28324 rpoB~trnC-GCA Intergenic
16 tri (AAG)3 9 29941 29949 petN~psbM Intergenic
17 tetra (CTAT)3 12 30581 30592 petN~psbM Intergenic
18 tri (TCG)3 30977 30985 psbM~trnD-GUC Intergenic
19 tri (TAG)3 9 32439 32447 trnE-UUC~trnT-GGU Intergenic
20 tri (GTT)3 9 34507 34515 psbD Genic
21 tri (TTC)4 12 36552 36563 psbD~pshC Intergenic
22 di (GA)4 8 36911 36918 trnS-UGA Genic
23 tri (TCT)3 9 38607 38615 rpsl4 Genic
24 tri (TGG)3 9 39839 39847 psaB Genic
25 di (AG)4 8 42617 42624 psaA Genic
26 di (TA)S 10 43660 43669 psaA~ycf3 Intergenic
27 tetra (ATAA)4 16 43783 43798 psaA~ycf3 Intergenic
28 di (CT)5 10 44733 44742 ycf3~ycf3 Intergenic
29 tri (GTA)3 9 46255 46263 ycf3~trnS-GGA Intergenic
30 tri (GTA)3 9 46270 46278 ycf3~trnS-GGA Intergenic
31 tri (TTG)3 9 46494 46502 ycf3~trnS-GGA Intergenic
32 di (TA)S 10 48178 48187 rps4~trnT-UGU Intergenic
33 di (AT)4 8 48705 48712 trnT-UGU~trnL-UAA Intergenic
34 di (AT)4 8 49768 49775 trnL-UAA~trnF-GAA Intergenic
35 tetra (AATT)3 12 52959 52970 ndhC~trnV-UAC Intergenic
36 tri (TTA)3 9 53195 53203 ndhC~trnV-UAC Intergenic
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115 di (AT)4 8 156249 156256 rpl2~rpl2 Intergenic
116 tri (ATC)3 9 156276 156284 rpl2~rpl2 Intergenic
117 tri (GAA)3 9 156739 156747 rpl2 Genic




Supplementary Table S2. SNPs in the Capsicum chinense chloroplast genome

No AlignPos chir?énse True_pos 8;;%%?5 True_pos Location Region
1 4257 G 4249 C 4240 matK~trnK-UuuU Intergenic
2 4502 A 4494 C 4485 trnK-UUU~rps16 Intergenic
3 4879 G 4860 T 4850 trnK-UUU~rps16 Intergenic
4 6851 A 6754 G 6765 rps16~trnQ-UUG Intergenic
5 7096 C 6999 T 7009 rps16~trnQ-UuG Intergenic
6 7340 A 7243 T 7253 rps16~trnQ-UUuG Intergenic
7 9195 A 9090 T 9100 trnS-GCU~trnG-UCC Intergenic
8 9459 C 9336 A 9364 trnS-GCU~trnG-UCC Intergenic
9 13259 T 13112 G 13133 atpF~atpF Intergenic
10 13632 Cc 13485 T 13506 atpF~atpH Intergenic
11 13669 C 13522 T 13543 atpF~atpH Intergenic
12 17191 T 17044 C 17057 rps2~rpoC2 Intergenic
13 19860 T 19713 C 19726 rpoC2 Genic
14 25887 T 25740 C 25753 rpoB Genic
15 29026 G 28879 T 28892 trnC-GCA~petN Intergenic
16 31840 A 31691 G 31704 psbM~trnD-GUC Intergenic
17 33363 C 33209 A 33212 trnT-GGU~psbD Intergenic

18 37816 A 37649 C 37665 psbZ~trnG-GCC Intergenic

19 41555 C 41388 T 41404 psaA Genic

20 44261 C 44037 G 44088 psaA~ycf3 Intergenic

21 49938 G 49712 A 49759 trnL-UAA~trnF-GAA Intergenic

22 52943 C 52717 T 52750 ndhC~trnV-UAC Intergenic

23 53137 A 52911 C 52944 ndhC~trnV-UAC Intergenic

24 53588 G 53362 T 53395 ndhC~trnV-UAC Intergenic

25 53612 C 53386 T 53419 ndhC~trV-UAC Intergenic

26 54001 A 53768 C 53797 ndhC~trnV-UAC Intergenic

27 58316 A 58082 G 58111 rbcL Genic

28 58562 A 58328 G 58357 rbcL Genic

29 58848 G 58614 C 58643 rbcL Genic

30 59560 A 59326 T 59343 rbcL~accD Intergenic

31 60105 A 59871 C 59888 rbcL~accD Intergenic

32 64284 T 64007 C 64060 ycfd~cemA Intergenic

33 64446 A 64169 G 64222 cemA Genic

34 65941 C 65646 G 65699 petA Genic

35 65947 G 65652 A 65705 petA Genic

36 65952 A 65657 C 65710 petA Genic
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Supplementary Table S3. InDels in the Capsicum chinense chloroplast genome

. - C. annuum . .

No AlignPos C. chinense True_Pos (IX270811) True_Pos Location Region
1 247 AT 247 A 247 trnH-GUG~psbA Intergenic
2 366 A 365 AATAAATG 364 trnH-GUG~psbA Intergenic
3 a61  AAAATAACTAAA 453 A 459 trnH-GUG~psbA Intergenic
4 3827 CTT 3819 Cc 3812 matK~trnK-UuU Intergenic
5 4698 TA 4680 T 4671 trnK-UUU~rps16 Intergenic
6 5109 CCT 5085 CC 5075 trnK-UUU~rps16 Intergenic
7 6481 A 6457 ATTAATACA 6446 rps16~trnQ-UUG Intergenic
8 6556 T 6470 TATAZ;TATT 6470 rps16~trnQ-UuUG Intergenic
9 6970 TA 6873 T 6884 rps16~trnQ-UuUG Intergenic

10 8445 TTTCT 8347 TAGAA 8357 psbK~psbl Intergenic

GTTATGATTT .

11 9392 G 9287 TAGTGGTTT 9297 trnS-GCU~trnG-UCC Intergenic

12 10089 CT 9966 C 9994 trnG-UCC~trnG-UCC Intergenic

13 10449 GAAAAAA 10303 GAA 10330 trnG-UCC~trnR-UCU Intergenic

14 12791 CT 12645 C 12668 atpF~atpF Intergenic

15 12930 CT 12784 C 12806 atpF~atpF Intergenic

16 14698 TA 14551 T 14572 atpH~atpl Intergenic

17 14866 AAAAAA 14719 AATTTT 14739 atpH~atpl Intergenic
18 14995 TCTTATA 14848 T 14868 atpH~atpl Intergenic
19 15161 CT 15014 C 15028 atpH~atpl Intergenic
20 30096 G 29949 GT 29962 petN~psbM Intergenic
21 31715 GT 31567 G 31581 psbM~trnD-GUC Intergenic
22 32536 A 32387 AATTAT 32400 trnE-UUC~trnT-GGU Intergenic
23 ape3s  ATTTCCATTATTT 5904 A 32502 trmE-UUC~tmT-GGU  Intergenic
24 36914 TCT 36760 TTC 36763 pshC~trnS-UGA Intergenic
25 36925 T 36771 | TCAACTCAT 36774 psbC~trnS-UGA Intergenic

TTTA

26 38259 CTAAA 38092 CGGCT 38108 trnG-GCC~trnfM-CAU Intergenic
27 43921 AT 43754 A 43770 psaA~ycf3 Intergenic
28 43925 TTTAA 43758 TTTAATT 43773 psaA~ycf3 Intergenic

ATTTTAATTT
TAATATAAA .
29 43947 A 43776 TAAATAATT 43793 psaA~ycf3 Intergenic
TTAATAT
30 44001 ATTA 43777 ATTA 43828 psaA~ycf3 Intergenic
TCTATCTAATCA TCTATCTAAT
31 44535 GATTTCTCATGG 44311 CAGATTTCTC 44362 ycf3~ycf3 Intergenic
AT ATGGAT
32 46043 AT 45818 A 45869 ycf3~ycf3 Intergenic
33 46119 TA 45894 T 45944 ycf3~ycf3 Intergenic
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