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NLS AP2/EREBP
Cucumber Csa3M180260.1 SNCRLPIFSDEDFM--LAA. 71
cv. Chineselon Csa3M751440.1 - MSSSSSSSTNDHLP--PPTTV 52
. g Csa5M155570.1 -MDWFGQFSDPLPYYPNCSYKSESSSTLSDAGTPPPQTLVNSDEEVI--LASNHP 85
Csa5M174570.1 & mmmmmmmmmmmmmmmee MDFSDAS--------- SSSHRSTLSDDELL--LASRYP) 60
Cucsa.302750.1 ---YKSESSSTLSDAGTPPPQTLVNSDEEVI--LASNHP| 67
cv Gyl4 Cucsa.l66340.1 -MDFSDAS-- SSSHRSTLSDDELL--LASRYJP 60
: Cucsa.251030.1 MDSFSTFNYEDYFSSSES SNCRLPIFSDEDFM--LAA 71
Cucsa.378450.1 @ mmmmmm e MSSSSSSSTNDHLP--PPTTVA] 52
. ene 1CSB10A vl cont -MDWFGQFSDPLPYYPNCSYKSESSSTLSDAGTPPPQTLVNSDEEVI--LASNH 85
Cv. BorszczagOWSkl I gene 2CSB10A v1 cont : =----- - MSSSSSSSTNDHLP--PPTT E 52
evm.model.Chr5.580 ~MDWFGQFSDPLPYYPNCSYKSESSSTLSDAGTPPPQTLVNSDEEVI--LASNHP) 85
evm.model.Chr5.834 SSSHRSTLSDDELL--LASRYP) 60
\Iv”d Cucumber evm.model.Chr3.1638 SNCRLPIFSDEDFM--LAA! 71
evm.model.Chr3.3373 - - - MSSSSSSSTNDHLP--PPTTY 52
MELO3C005629T1 -MDWFAQFSDPLPYYPNCSYKSESSSTLSDAG-TPPQTVVNSDEEVI--LASNH 84
Melon MELO3C005367T1 60
MELO3C006869T1 MDSFSNF-YEEYFSSSES SNCRRPIFSDEDFM--LAAS 70
MELO3C009442T1 : ------ - - MPSSSSSSTNDHLP--PPTTWA 52
Cla011488 -MDWFAQFSDPLPYYANCSYKSESSSTFSDAG-TPPHTVANSDEEVI--LASNH 84
€1a002330 PLCHRSNHSDEELL--LASRY 63
Watermelon C1a006212 SNSRRPTFSDEDTM--LAA. 70
€1a017719 - MTSSSSSSTNEHF---LSRAI 51
MOMC2 838 MDMFFGQFSDPLPYGDKSESSTWSDA -GTPVTHPAAHSDEEVI--LAASH 81
Bitter gourd MOMC16 201 MEPFPSF-YEEYLSSSES --SSCRRRALFSDEEVM--LAA! 71
MOMC32 103 - MTSSPSSSTADNSPP--QTAA 53
AT1G12610.1 MNNDDII--LAEMHP) 46
AT1G63030.1 MENDDIT--VAEMKP| 46
: : AT4G25470.1 SDYESPVS§GGDYSPKEATS el 67
ArabldopSls AT4G25480.1 SDYESSVSSGGDYIPTLASSJP) 67
AT4G25490.1 MFGSDYEPQGGDYCPTLATS (P 64
AT5G51990.1 1 —=—————o MNPF----YSTFPDSFLS------ ISDHRSPVSDSSECSPKLASSJP 70
D1
Cucumber Csa3M180260.1 LB --vBa) I BAFRPSESD--GSSV : 149
cv Chlneselon Csa3M751440.1 FRHJFPRVMS S| -ETETSGDIL--TPLS 132
. g Csa5M155570.1 sl B-- 1B 1] NECNVGREE--DEGG : 163
Csa5M174570.1 STILH-- I BA -EAERPQDDE--LTPA 138
Cucsa.302750.1 ), FP--IPT] -NECNVGREE--DEGG 145
Cucsa.166340.1 sfn--1pal - —-EAFRPQDDE--LTPA : 138
cv. Gyl4 Cucsa.251030.1 [LP--VEA} -EAFRPSESD--GSSV 149
Cucsa.378450.1 FudrPRVMS S ETETSGDIL--TPLS : 132
H gene 1CSB10A vl cont - -NECNVGREE--DEGG 163
Cv. BorszczaQOWSkl I aene 2CSB10A vl cont -ETETSGDIL--TPLS 132
evm.model.Chr5.580 - - —-NECNVGREE--DEGG : 163
evm.model.Chr5.834 -EAFRPQDDE--LTPA 138
Wild cucumber evm.model.Chr3.1638 EAFRPSESD--GSSV : 149
evm.model.Chr3.3373 FRHYFPRVMS S -ETETSGDIL--TPLS 132
MELO3C005629T1 FP--IPAEDDPA EGRDEECNVGREE--DDGG 167
Melon MELO3C005367T1 STILH IPAEVDPKD] -EAFRPPDDHEYLRPA 140
MELO3C006869T1 |LP--VEBAETDARD] EAFRPAESD--GSSV 148
MELO3C009442T1 i drprvMs sfiss T -BTETSSDIM--MPLS : 132
Cla011488 FP--TIPATDDPSVHMREABARIMNANECKDEECNVGRED--DDGV 167
Cla002330 STLP--VPATVDPKDSORARAQL -DAFRPPEDQ--LRPA 141
Watermelon €1a006212 .6 --veafaDarDlRKAMAE BAFRPVESC--GSSA : 148
Cla017719 IHJFPRVMLSELSIND| -EAETSSDIL--TSLS 131
. MOMC2 838 FP--IPEETDPSVHMRDABAR -NECKDEEDDAVLEGG 161
Bitter gourd MOMC16 201 I.P - -LPARPDPRGIOKARAE -BAFRPVESD--GSSV : 149
MOMC32 103 IHJFPRATSSEAS INHMRTM! -EAVSSDGIL---SIP 133
AT1G12610.1 |LP--VPEEINDPDVHRRVEAE) EMFRPVDLESGITVL 126
AT1G63030.1 |LP--VPAEITDPDTHRR TIMAE) -EMERPPEFS--TGIT 124
H H AT4G25470.1 JLR--IPESTCAKE] -LNFQDEMCH--MTTD 145
ArabldopSls AT4G25480.1 LR IPEETCAKD] LAFQDEMCDATTDHG 147
AT4G25490.1 LR IPEETCAKD] LAFQDETCD--TTTT 142
AT5G51990.1 ILR--IPETTCPKEMOKARISE) -MAEONETTTEGSKTA 150
D2
Cucumber Csa3M180260.1 DDSRTENGMMMETT-- E 213
. Csa3M751440.1 LSSPSSLSLCSLMS- £ 204
cv.Chineselong Csa5M155570.1 LNQPDTYPDGTD--- D 225
Csa5M174570.1 B 200
Cucsa.302750.1 D 207
Cucsa.166340.1 5 200
cv.Gyl4 Cucsa.251030.1 DDSRTENGMMMETT -~ BBl v E G G LLE DYMARGMML P/ OH FRD- - -~ — - -~ - 213
Cucsa.378450.1 LSSPSSLSLCSLMS-— E 204
gene 1CSB10A vl cont LNQPDTYPDGTD--- D) 225
cv. Borszczagowski I mene 2CSB10A_vl_cont : LSSPSSLSLCSLMS- E 204
evm.model.Chr5.580 LNQPDTYPDGTD--- D 225
evm.model.Chr5.834 £ 200
Vv”d Cucumber evm.model.Chr3.1638 DDSRTENGMMMETT - ESAVEGUSGLLE DURAEMML PIEOHFRD- - - -~ 213
evm.model.Chr3.3373 LSSPSSLSLCSLMS- E| 204
MELO3C005629T1 D 229
Melon MELO3C005367T1 = 201
MELO3C006869T1 DDSRTENGMMAETT -~ ~TP--ENVF-YMBESAVEGUIGLLE DUMAEMMLPIHMOHFRD— -~~~ 212
MELO3C009442T1 -SPSSPSSLCSLMS- EEKVVPNY-F E| - 202
Cla011488 SGQATADPDRPD- -¥1IpmD - 229
Cla002330 VAAAEEEEVF-- -YLpE! I 205
Watermelon Cla006212 DDSRTENEITAETT--- ENVN-YMBESAVEGIEMZGFLE DURAEMML PISBOHFRD-----—— 211
€1a017719 PSSSSPSLLCSSLM--- DLEWBE 203
. MOMC2 838 EGELPARWEPAPPA- 24 D 225
Bitter gourd | MOMC16 201 DDPROENGTAAETT--— APPSENVEYYMBESAVEGLIEGLLE DUMAEMME PlSBOHFRD- - - - - ————— 216
MOMC32_103 SNLSSSLSLCSSSVSGEKVV-PEGSSKRL-F I[BE| b- 210
AT1G12610.1 PCAGDDVDLGFGSGSGSGSGSEERNSSSY Y Y 209
AT1G63030.1 VLPSASE - - @ 181
H H AT4G25470.1 AHGLDMEETLVEAI- - 216
ArabldopS|s AT4G25480.1 FDMEETLVEAIYTA-------- L - 216
AT4G25490.1 NHGLDMEETMVEAI----- W - 213
AT5G51990.1 EAEE - 223

Supplementary Fig. S1. Multiple alignment of the deduced protein sequences of CBF/DREB1-
homologous genes in cucumber, wild cucumber, melon, watermelon and bitter gourd, with
Arabidopsis CBF/DREB1 protein sequences. The NLS, AP2/EREBP domain, and CBF/DREB1-
conserved amino acid residues (D1 and D2) are indicated by red, blue and pink boxes, respectively. Shaded
vertical boxes indicate conserved residues among compared protein sequences. The alignment was made
using MUSCLE in MEGA 7 program and visualized using GeneDoc software.



