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Supplementary Fig. S1. Precision and mAP score for each sample. The precision detected for each sample

was insignificant, and in the case of mAP score, DW was the highest at 0.835, and NG2 was calculated as the
lowest value at 0.739.
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Supplementary Fig. S2. Feature map of seed classification. The seed classification
model classified DW, NG2, and NGT samples according to each class name.



