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Supplementary Materials:

Genome-Wide Characterization and Expression Profiling of Plant-specific
PLATZ Transcription Factor Family Genes in Brassica rapa L.
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Supplementary Fig. S1. Schematic representation of the 10 conserved motif identified in the B. rapa
PLATZ proteins. Different colors represent different motifs. The motif order in the figure corresponds to
their position in the individual protein sequences. The name of each member is shown on the left side of
the figure. The consensus sequences of the motifs are also given below.
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Supplementary Table S3. Pairwise identities and divergence between 20 paralogous pairs of
PLATZ genes from Brassica rapa and details about the duplication of those genes

Gene name Duplicated Query Identity Ks Ka Ka/ks Date Duplication
genes cover (%) (Mya) type
(%)
BrPLATZ1 BrPLATZII 91 83 0.323 0.131 0.406 10.78  Segmental
BrPLATZ20 &4 83 0.945 0.160 0.170 31.50  Segmental
BrPLATZI2 &3 85 0.934 0.165 0.177 31.15  Segmental
BrPLATZS5 82 84 1.175 0.177 0.151 39.17  Segmental
BrPLATZ2  BrPLATZY9 100 81 0.273 0.067 0.245 9.11 Segmental
BrPLATZ4 BrPLATZ21 100 90 0.164 0.046 0.279 548 Segmental
BrPLATZS5 BrPLATZ20 100 95 0.341 0.022 0.066 1139  Segmental
BrPLATZI2 100 92 0.302 0.035 0.116 10.09  Segmental
BrPLATZI1 99 82 0.707 0.111 0.157 23.60  Segmental
BrPLATZ6  BrPLATZS 100 87 0.279 0.037 0.133  9.32 Segmental
BrPLATZ14 100 87 0.258 0.045 0.177 8.6l Segmental
BrPLATZ7 BrPLATZ23 &9 94 0.229 0.050 0.220  7.65 Segmental
BrPLATZ8 BrPLATZI14 100 88 0.241 0.055 0.228  8.05 Segmental
BrPLATZ10 BrPLATZ24 91 92 0.253 0.052 0.207 8.44 Segmental
BrPLATZI17 82 83 0.456 0.191 0.420 1520  Segmental
BrPLATZI1 BrPLATZ20 100 82 0.708 0.098 0.139 23.61 Segmental
BrPLATZI12 100 81 0.687 0.101 0.148 2292  Segmental
BrPLATZI12 BrPLATZ20 100 93 0.319 0.033 0.104 10.63  Segmental
BrPLATZI13 BrPLATZI1Y 100 80 0.392 0.102 0.260 13.09  Segmental
BrPLATZ15 BrPLATZI16 100 81 0.105 0.076 0.727  3.51 Segmental




Supplementary Table S5. Putative functions and cellular localizations of Brassica rapa proteins

Family GO: Molecular function GO: Biological GO: Cellular

members process component
BrPLATZI1 zine ion binding - -
BrPLATZ2 zinc ion binding - -
BrPLATZ3 lipid binding, sequence-specific DNA binding Regulation of Nucleus

transcription

BrPLATZ4 zinc ion binding - -
BrPLATZS zinc ion binding - -
BrPLATZ6 zinc ion binding - Membrane
BrPLATZ7 protein binding, zinc ion binding - -
BrPLATZS zinc ion binding - Membrane
BrPLATZY9 zinc ion binding - -
BrPLATZ10 zinc ion binding Leaf senescence Nucleus
BrPLATZI1 zinc ion binding - -
BrPLATZI2 zinc ion binding - -
BrPLATZI3 zinc ion binding - -
BrPLATZ14 zinc ion binding - -
BrPLATZIS zinc ion binding - -
BrPLATZ16 zinc ion binding - -
BrPLATZ17 zinc ion binding Leaf senescence Nucleus
BrPLATZ18 protein binding - Membrane
BrPLATZ19 zine ion binding - -
BrPLATZ20 zinc ion binding - -
BrPLATZ21 zinc ion binding - -
BrPLATZ22 protein binding - Membrane
BrPLATZ23 zinc ion binding - -
BrPLATZ24 zinc ion binding Leaf senescence Nucleus




