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Supplementary Fig. S1. A schematic strategy for evolutionary orthologues identification and fast evolved gene characterization. A branch model-based method was applied for guiding the orthologues screening and dN/dS estimation.
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Supplementary Fig. S2. The variation distribution density across the whole chromosomes of sesame. HQ: High-quality variations without missing and heterozygotes. The density of variations was calculated in 1kb bin.
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Supplementary Fig. S3. Plant Gene Set Enrichment Analysis of accelerated selected genes Y-axis is accelerated candidate genes, Abscissa is the gene function, 1 or 0 is positive or negative in its corresponding function.
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